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Skiffia lermae is distributed in the Lerma River basin, including lakes Cuitzeo, Pátzcuaro, and Zirahuén. The 

present study was conducted in order to know the genetic variation among these populations, and to infer the 

effects caused by the change on the hydrographic conformation of the basins in northern Michoacán during the 

Quaternary. Populations were sampled in La Minzita Spring in the Cuitzeo basin (CUI), Zacapu Lake in the 

Angulo River basin (ZAC) and Chapultepec Spring in the Pátzcuaro basin (PAT). In total, 27 sequences of COI of 

627 pb were obtained, six pb were polymorphic and 621 invariant sites. The haplotype diversity (Hd) was 

moderately high, 0.5947, while the nucleotide diversity (π) was low, 0.0046. There were three haplotypes in total: 
Two haplotypes in CUI, one of them shared with PAT. The third haplotype was found only in ZAC. In addition, 

the average genetic distances ((Dp)  ) were estimated, a (Dp)   0.1% between CUI and PAT populations was 
found. The low differentiation and the shared haplotype between CUI and PAT populations, taking into account 

that the mutation rate estimated for Goodeids is 0.9% per million years, suggest that the populations were recently 
connected. Moreover, the genetic distance between CUI- AC and PAT- AC is (Dp)   1.0%, suggesting that the 
population of ZAC has been isolated from CUI and PAT, for around a million years. The isolation of the 

populations was caused by the tectonic and volcanic activity in the region during the Quaternary. 
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